
ICACCG2020 30-31 July, 2020, Ansal University, Gurgaon, India  

International Journal of Technical Research & Science (Special Issue)          ISSN No.:2454-2024 (online) 

DOI Number: https://doi.org/10.30780/specialissue-ICACCG2020/024  pg. 9 

Paper Id: IJTRS-ICACCG2020-024 

@2017, IJTRS All Right Reserved, www.ijtrs.com 

MANAGING DATA ANALYSIS OF 

COVID-19 
Syed Owais Bukhari 

E-Mail Id: owais.bukhari@live.com 

School of Engineering Science and Technology, Jamia Hamdard, New Delhi, India 

Abstract- Covid 19 is a new animal in the zoo which has been commanded by homo sapiens for 200000 years. Data 

says that the battle against Covid 19 is going to be a long one. Intersectoral research is what is needed to amour sapiens 

to fight the invader. In this multifaceted research, the role of a data scientist is that of a defender.  Innumerable reports, 

statistics and analysis of Covid 19 has generated a virtual data lake. The project lays down its prime focus on the 

various strategies to manage the Covid 19 data. In simple terms, machine learning tools like decision trees and 

clustering in addition to ensemble techniques can go a long way in creating a meaningful profile out of the repository 

of Covid 19 data.  
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1. INTRODUCTION 

Covid 19 has waged a war against humanity. If every single individual commits a personalized fight against the 

disease, the end of the pandemic is not far. Being engaged in a niche of research which is directly related to data, the 

onus lies on us to generate a line of research which provides a lead in secondary research. With over 50 lakh cases 

and 3.5 lakh deaths, the numbers are enough to evoke the conscience of entire human race to fight Covid 19. An 

unending commitment to deeply probe the data analytics of Covid 19 is what can promise us a disease resilient future. 

This commitment serves as the prime motivation to drive the project. 

2. TRANSACTIONS/ JOURNAL PAPER PREPARATION 

Stage 1: This includes the collection of authentic and raw data from different sources which would range across various 

geographical regions around the globe. This would form the data repository which would serve as the basic 

infrastructure to work upon. After the herculean task of data collection has been completed, the task of data cleansing 

would begin. This process would involve a wide range of data tools so that redundant and less useful data is done 

away with and processed data is obtained. Techniques like K-means clustering would be of immense help. Supervised 

learning can be used at this stage which would learn from the training data of Covid 19 eg. Wuhan portfolio. This 

micro analysis can then be employed for comparative analysis across many geographic regions.  

Fig. 2.1 Initial Sample of Covid Cases Used in Model 

Stage 2: The data available at this stage would be in a more processed and clustered form. Similar data sets can now 

be taxonomically classified or segregated depending upon the attributes chosen. For instance, Grouping of infected 
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patients based on gender, age, climate, immunological response etc. To put it more specifically, this stage would form 

the ‘Data Lake' on which different operations and algorithms can be employed. Algorithms like ID3 and C4.5 can 

prove handy on such processed data. The other goals of this stage include the reduction of entropy or disorder in the 

data sets and the maximization of overall information gain.   

 
Fig. 2.2 Model Applied on Wuhan Portfolio 

Stage 3: This is the most important stage as the research work here would culminate into visualization/output. The 

prime focus of this stage is to employ decision trees as well as ensemble modelling techniques like bootstrapping and 

random forest models so that we can deal with any amount of data which is generated relating to Covid 19. End 

products of this model may be summarized by visualization techniques like bar charts, graphs, pie charts, heat maps 

etc. In this way, a pool of data would be generated which can be easily accessed by various research agencies. 

 
Fig. 2.3 Data Analysis Across Sample Nations 

3. BENCHMARKS  

3.1 Quantitative benchmarks used for analysis  

➢ The Number of organizations that are relying on the data that we collected.   
➢ Percentage of processed data that is being utilized by organizations.  

4. RESEARCH OBJECTIVES/ GOALS 

4.1 Short Term Goals 

➢ Localized and region-specific prediction of infections and vulnerability of a population.   
➢ Percentage of population that is responding to new drugs that are being administered.   
➢  A repository of graphs based on various parameters to be formed which would retrieve data and predict    

trends.  
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4.2 Long Term Goals 

➢ Accentuate the development of vaccine using data collected from clinical and human trials.   
➢ Identify the lacuna in global health management systems to avert any impending pandemic in future.   
➢ Boost the preparedness to fight diseases worldwide by harnessing the power of data.   
➢ To encourage researchers to visualize the scope of data to deal with public health emergencies. 

Fig. 4.1 Samples of Covid 19 Data as of March 2020 

5. ANALYSIS AND FINDINGS 

5.1 Measuring the Outcomes 

The data processing model would be made available to various organizations involved in Covid 19 fight. An 

acknowledgment from various organizations that the data analysis is helping in vaccine development, clinical trials, 

public health system improvement etc. would push us to improve the model further. A feedback file would be 

developed to measure the outcomes in addition to model improvement. 

 
Fig. 5.1 Forecast Model Based on Sample Data 

 

 
Fig. 5.2 Model Applied to Database Based on Indian Context 
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6. RECOMMENDATIONS AND DIRECTION FOR THE FURTHER RESEARCH   

It Starting with a genre of localized research, the aim is to create an all-encompassing paradigm which would not only 

manage the current data streams but also those that may be generated in future.  

No project can be deemed to have been completed unless it achieves the desired outcomes. The project “Managing 

data analysis of covid 19” is incomplete unless it achieves its short term and long-term goals. Let us first define the 

expected outcomes of the project: ⦁ Data mining of unexplored data which would provide path breaking interventions 

in the fight against Covid 19. ⦁ Development of an umbrella model which encompasses a vast majority of attributes 

and a major chunk of available databases. ⦁ Outcomes from data analysis would help in identifying the fault lines in 

our public health system and make us resilient to a future pandemic.  
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